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<210> 1 

<211> 340 

<212> PRT 

<213> Chlamydomonas reinhardtii 

<400> 1 

Met Ala Leu Gin Gin Ala Ala Pro Arg Val Phe Gly Leu Leu Gly Arg 
1 5 10 15 

Ala pro val Ala Leu Gly Gin Ser Gly He Leu Thr Gly Ser Ser Gly 

20 25 30 

Phe Lys Asn Gin Gly Phe Asn Gly Ser Leu Gin Ser Val Glu Asn His 
35 40 *^ 

val Tyr Ala Gin Ala Phe Ser Thr Ser Ser Gin Glu Glu Gin Ala Ala 
50 55 60 

Pro Ser lie Gin Gly Ala Ser Gly Met Lys Leu Pro Gly Met Ala Gly 
65 70 75 

ser Met Leu Leu Gly Lys Ser Arg Ser Gly Leu Arg Thr Gly Ser Met 



85 



90 



val Pro Phe Ala Ala Gin Gin Ala Met Asn Met Ser Thr Ala Ala Gin 

100 105 110 

val Gin ser Gly Ala Thr Val Asn Ser Leu Leu Leu Gly He Tyr Arg 
115 120 125 



Phe Trp Arg Ser Gin Ala Pro Met Asp Lys Pro His Ala Pro Val Asp 
130 135 



ASP Arg Met Leu Pro Ala He Val Asp Ala Ser Asp Asn Arg Ala Ala 



145 



150 



Leu Gly Thr Trp Ala Thr Ala Leu Phe Cys Thr lie Leu Ala Ser Asn 

165 

Leu Leu Gly Leu Val Pro Thr Asn Glu Ala Pro Thr Ser Gly Leu Gly 

180 

Ala Thr Gly Leu Gly Val Ser Val Trp Ala Thr Ala Thr Thr Leu 



Phe 

195 



200 205 



Gly Leu TVr Lys Leu Gly Phe Ser Phe Pro Gly His Phe He Pro Gly 
210 215 220 

Gly Thr pro Trp Pro Met Ala Phe He Phe Val Pro Leu Glu Thr lie 
225 230 235 

ser Tyr Thr Phe Arg Ala Val Ser Leu Gly Val Arg Leu Trp Val Asn 



Met Leu Ala Gly His Thr Leu Leu His He Leu Thr Gly Met Ala Leu 

260 265 



Ala Leu Pro Phe Ser Leu Ser Phe Phe Ala Met Val Pro Ala Thr Phe 

280 



275 



Ala val Ala Cys Leu Leu Ser Ala Leu Val Gly Leu Glu lyr Leu Val 
290 295 300 

Ala val Leu Gin Ser Gly Val Phe Ser He Leu Ser Thr Val Tyr Val 
305 310 

Gly Glu Phe Asn Ser Val Lys Leu Ala Gly Pro Leu Ala Lys Val Val 



325 



Lys Lys Ala Leu 

340 



<210> 2 
<211> 249 



<212> PRT 

<213> Prototheca wickerhamii 



<400> 2 



Met 
1 



lie Ser Thr Pro Leu Glu Gin Phe Thr He Ser Ser He lie Pro 

- 10 



Leu His lie Gly Asn Tyr Tyr Phe Ser Phe Thr Asn Ser Ser Leu Tyr 

20 



lie Phe Leu 
35 



Ala He Gly Thr Ala Gly Leu Leu Phe His Phe Val Thr 

40 45 



Gin Asn Gly Gly Phe Leu Val Pro Ser Arg Trp Gin Ser Leu Val Glu 
50 5^ 



Met He 
65 



Tyr Glu Phe Val Arg Ser Leu He Gin Glu Gin He Gly Ala 

70 



Lys Gly Arg Lys Tyr Phe Pro Leu Val Phe Thr Leu Phe Val Phe Leu 

85 

Leu Phe Thr Asn Leu He Gly Met lie Pro Tyr Ser Phe Thr Ala Thr 



100 



ser His Leu Ala Val Thr Phe Gly Leu Ser Leu Ser Leu Phe He Ala 



115 



120 



ne Thr lie He Gly Phe Gin Val His Gly Leu His Phe Phe Ser Phe 

130 

Leu Leu pro Lys Gly Ala Pro Leu He Leu Ala Pro Leu Leu Val Val 



145 



Leu Glu Leu Val Ser Tyr Ser Phe Arg Ala He Ser Leu Gly Val Arg 



165 



Leu Phe Ala Asn Met Met Ala Gly His Thr Leu Val Lys lie Leu Ser 

^ o ^ 



180 



Gly Phe Ala Trp Thr Met Leu Ser Val Gly Gly He Leu Ser Val Ala 

195 



ser He Leu Pro Phe Ala Val Val Phe Ala Leu He Gly Leu Glu He 
210 215 220 



Gly val Ala Cys Leu Gin Ala Tyr Val Phe Thr He Leu Val Cys He 

^ 230 235 



225 



Leu Asn Asp Ala He Asn Leu 

245 



<210> 3 

<211> 259 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 3 



Met Phe Asn Leu Leu Asn Thr Tyr He Thr Ser Pro Leu Asp Gin Phe 



Glu lie Arg Thr Leu Phe Gly Leu Gin Ser Ser Phe He Asp Leu Ser 

20 25 

Cys Leu Asn Leu Thr Thr Phe Ser Leu Tyr Thr He lie Val Leu Leu 



35 40 



val lie Thr Ser Leu Tyr Thr Leu Thr Asn Asn Asn Asn Lys lie He 
50 55 . 60 



Gly ser Arg Trp Leu He Ser Gin Glu Ala He Tyr Asp Thr He Met 



65 70 



Asn Met Thr Lys Gly Gin He Gly Gly Lys Asn Trp Gly Leu Tyr Phe 

85 

pro Met He Phe Thr Leu Phe Met Phe He Phe He Ala Asn Leu He 



100 



105 



ser Met He Pro Tyr Ser Phe Ala Leu Ser Ala His Leu Val Phe He 

115 ^20 



He Ser Leu Ser 
130 



He val lie Trp Leu Gly Asn Thr He Leu Gly Leu 



135 



140 



Lys His Gly Trp Val Phe Phe Ser Leu Phe Val Pro Ala Gly Thr 

145 



pro Leu Pro Leu Val Pro Leu Leu Val He He Glu Thr Leu Ser Tyr 



165 



170 



Phe Ala Arg Ala He Ser Leu Gly Leu Arg Leu Gly Ser Asn He Leu 

180 



^ ,r n T«ii ala Glv Leu Thr Phe Asn Phe 

Ala Gly His Leu Leu Met Val lie Leu Ala Gly l 



195 200 



Met Leu lie Asn Leu Phe Thr Leu Val Phe Oly Phe Val Pro Leu Ala 

210 ^-^-^ 

Met lie Leu Ala He Met Met Leu Glu Phe Ala He Gly He He Gin 
225 230 235 

Gly Xyr Val Trp Ala He Leu Thr Ala Ser Tyr Leu Lys Asp Ala Val 

245 



Tyr Leu His 



<210> 4 

<211> 226 

<212> PRT 

<213> Homo sapiens 



<400> 4 

nv,o 2vla ser Phe He Ala Pro Thr He Leu Gly 
Met Asn Glu Asn Leu Phe Ala Ser Fne xx 

1 ^ 

-ri Ti^ T^>n Phe Pro Pro Leu Leu He Pro 
Leu Pro Ala Ala Val Leu He He Leu Phe Pro f 

20 2^ 

Tic. Asn Asn Arq Leu He Thr Thr Gin Gin Trp 
Thr ser Lys Tyr Leu He Asn Asn Arg 

35 

.eu lie Lys Leu Thr Ser Lys oln Met Met Thr Met His Asn Thr Lys 

50 5^ 

Gly Arg Thr Trp Ser Leu Met Leu Val Ser Leu He He Phe He Ala 
65 

r> TJ-; ^ cci-r Phf» Thr Pro Thr Thr 
Thr Thr Asn Leu Leu Gly Leu Leu Pro His Ser Phe Ttir 

85 ^" 

01„ Leu ser Met «n Leu «a Met lie Pro Leu Trp «a Gly Thr 

100 

val He Met Gly Phe Arg Ser Lys He Lys Asn Ala Leu Ala His Phe 



<400> 6 












ttctagacga 


agaatataga ttggattaac 


catggcgctg 


cagcaggctg 


cgccgagggt 


60 


gtttggcctc 


ttggggcgtg cccctgtcgc 


tctgggccag agcggcattc 


tgactggtag 


120 


cagcggcttc 


aagaaccagg gattcaatgg 


tgaggcggct 


ggccgattta 


tgtgctgcga 


180 


acagctcttt 


cgcggcacca tcacgagctg 


cgtgcttccg gacctgcctc 


acttgctcgg 


240 


ctcccggata 


tctcaatccc acaggctccc 


tgcagtctgt 


ggagaaccat 


gtgtatgccc 


300 


aggtgagctg 


cggaatgctg gtcggtgtcg 


cgagattgct 


cctcgctgat 


gttgggactg 


360 


actcctgctc 


gcaggccttc agcacctctt 


ctcaggagga 


gcaggctgct 


cccagcatcc 


420 


aggtaggagc 


cgtgctagcg cagaagggcc 


gccgcaaaac 


ttgtcttttc 


ggtatcggag 


480 


tagagctcga 


ccgggcgtgt cctggccgca 


agggtgcttc 


gggcataaag 


ctgcctggta 


540 


tggctggtag 


cattctgctg ggcaagtcgc 


gcagcggcct 


gcgcaccggc 


tcgatggtgc 


600 


cattcgctgc 


ccagcaggcg atgaacatgt 


cgacgggtga 


gcgccgaggt 


gcagaacata 


660 


aaggctacgg 


gctgcattac gggctttagc 


gtgaaaggat 


tgtggggagc 


tctgggttcg 


720 


ggagtggtcc 


tgagggcggg gaaactctgg 


agggtcggcg 


acctggtgtg 


ggtttgcgtg 


780 


taagctgctg 


ccctcactca gctgctgccc 


ccactcctcg 


cgcgcacgcg 


atttgcggtc 


840 


tcactccacg 


cgcccataat gctaccatcg 


cccttccttg 


cttgtaactg 


cagccgccca 


900 


ggtgcagtcg 


ggcgccaccg tgaactccct 


gctgctcggc 


atctaccgct 


tctggcgcag 


960 


ccaggcgccc 


atggataagc cgcacgcgcc 


cgtggatgac 


cgcatgctcc 


ccgccattgt 


1020 


ggatgctagc 


gacaaccgcg cggccctcgg 


cacgtaagca gctgaggcaa 


tcctgaggca 


1080 


tggtcggggc 


gagcagggag gaagtcctga 


gctgcggaca 


agcctaatgc 


cggggctacg 


1140 


gctgctgctg 


gagaggggtg cggattgagg 


caattgtgcg gttacggggg 


cattcacctg 


1200 


ctgacaatca 


tgagcgagga ataagcagga 


tggtgcgttg 


cattgggacg 


agaatctatg 


1260 


ctgggatcct 


tgacgcggtc tacctcctgc 


tcctgcgcct 


attcccgccc 


cgcagctggg 


1320 


ccaccgccct 


gttctgcacc atcctggcct 


ccaacttgct 


gggtctggtg 


cccaccaacg 


1380 


aggcgcccac 


ctccggcctg ggcttcgcca 


ccggcctggg tgtgagcgtg 


tgggccaccg 


1440 


ccaccaccct 


gggtctgtac aagctgggct 


tctccttccc 


cgggcacttc 


atccctggta 


1500 


ggaacgggcg 


ggtgcgggag ccaacgcatt 


gaaggttgtg gagcagcggg 


tttgtgtttg 


1560 


cacaggtcag 


caccgcgtgc ggggtgtgcc 


gggtatgcac 


ggcatgtgct 


gggtgcgtgc 


1620 


acgccaacac 


cgaatggcaa aacttgtgcc 


tgactagttg 


gttgttgtcc 


ttgccgaccg 


1680 


caggcggcac 


cccccggccc atggccttca 


tcttcgtgcc 


cctggagacc 


atttcgtaca 


1740 


ccttccgtgc 


tgtttccctg ggtgtccgtc 


tgtgggtcaa 


catgcttgcc 


ggacacacgc 


1800 



115 



120 



125 



Leu Pro Gin Gly Thr Pro Thr Pro Leu lie Pro Met Leu Val lie lie 
130 135 140 

Glu Thr lie Ser Leu Leu lie Gin Pro Met Ala Leu Ala Val Arg Leu 
145 150 155 160 

Thr Ala Asn He Thr Ala Gly His Leu Leu Met His Leu He Gly Ser 

165 170 175 

Ala Thr Leu Ala Met Ser Thr He Asn Leu Pro Ser Thr Leu He He 

180 185 190 

Phe Thr He Leu He Leu Leu Thr He Leu Glu He Ala Val Ala Leu 
195 200 205 

He Gin Ala Tyr Val Phe Thr Leu Leu Val Ser Leu Tyr Leu His Asp 
210 215 220 

Asn Thr 
225 



<210> 


5 


<211> 


8 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<221> 


MISC_FEATURE 


<222> 


(1) . . (8) 


<223> 


FLAG epitope tag 


<400> 


5 



Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 

<210> 6 

<211> 2222 

<212> DNA 

<213> Chlamydomonas reinhardtii 









cat' t" nacs^CA 


ac tacactat 

^3 w Ib^ ^ wL w 


aaactacaoa 

WL w*. W V* z3 


1860 










ccacc tactt 

w w Ni* ^ W ^ 


tccaaaaccc 

W S^^^ *M Vi* \^ \^ \^ 


1920 

«k 4U w 


^^^^ 






tctctctcaa 


ccggtactct 


t ccttacaaa 

^ W ^ ^ Z3 ^ 3 ~|| 


1980 


catggcgctg 


gcgctgccct 


tctcgctgtc 


gttcttcgcc 


atggtgcccg 


ccaccttcgc 


2040 


cgtcgcctgc 


ctgctgtcgg 


cgctggtggg 


cctggagtac 


ctggtggcgg 


tgctgcagtc 


2100 


gggtgtgttc 


tccatcctgt 


ccaccgtcta 


cgttggcgag 


ttcaacagcg 


tcaagctggc 


2160 


gggcccgctg 


gctaaggtgg 


tcaagaaggc 


gctgtaagca gcctcggaat 


gggacggtgt 


2220 














2222 



<210> 7 

<211> 1079 

<212> DNA 

<213> Chlamydomonas reinhardtii 

<400> 7 



ttctagacga 


agaatataga 


ttggattaac 


catggcgctg 


cagcaggctg 


cgccgagggt 


60 


gttcggcctc 


ttggggcgtg 


cccccgtcgc 


tctgggccag 


agcggcattc 


tgactggtag 


120 


cagcggcttc 


aagaaccagg 


gattcaacgg 


ctccctgcag 


tctgtggaga 


accatgtgta 


180 


tgcccaggcc 


ttcagcacct 


cttctcagga 


ggagcaggct 


gctcccagca 


ttcagggtgc 


240 


ttcgggcatg 


aagctgcctg 


gtatggctgg 


tagcatgctg 


cttggcaagt 


cgcgcagcgg 


300 


cctgcgcacc 


ggctcgatgg 


tgccattcgc 


tgcccagcag gcgatgaaca 


tgtcgacggc 


360 


cgcccaggtg 


cagtcgggcg 


ccaccgtgaa 


ctccctgctg 


ctcggcatct 


accgcttctg 


420 


gcgcagccag 


gcgcccatgg 


ataagccgca 


cgcgcccgtg 


gatgaccgca 


tgctccccgc 


480 


cattgtggat 


gctagcgaca 


actgcgcggc 


cctgggaacc 


tgggccaccg 


ccctgttctg 


540 


caccatcctg 


gcctccaact 


tgctgggtct 


ggtgcccacc 


aacgaggcgc 


ccacctccgg 


600 


cctgggcttc 


gccaccggcc 


tgggtgtgag 


cgtgtgggtc 


accgccacca 


ccctgggtct 


660 


gtacaagctg 


ggcttctcct 


tccccgggca 


cttcatccct 


ggcggcaccc 


cctggcccat 


720 


ggccttcatc 


ttcgtgcccc 


tggagaccat 


ttcgtacacc 


ttccgtgctg 


tttccctggg 


780 


tgtccgtctg 


tgggtcaaca 


tgctggccgg 


acacacgctg 


ctgcacattc 


tgacgggcat 


840 


ggcgctggcg 


ctgcctttct 


cgctgtcgtt 


cttcgccatg 


gtgcccgcca 


ccttcgccgt 


900 


cgcctgcctg 


ctgtcggcgc 


tggtgggcct 


ggagtacctg gtggcggtgc 


tgcagtcggg 


960 


tgtgttctcc 


atcctgtcca 


ccgtctacgt 


tggcgagttc 


aacagcgtca 


agctggcggg 


1020 



cccgctggct aaggtggtca agaaggcgct gtaagcggcc tcggaatggg acggtgtga 1079 



